Infection dynamics between smolt
groups 4 months post SW transfer

PD TriNation
13.06.2019
Dublin

Morten Lund
DVM, PhD
Senior Fish Health Advisor

I parogen 1<




PatOGen Ue25eT3 _ | Wye2s678

14ﬁ'a°°r£~ inRevation..
for improved |

profitanility
and fish weltare

PatoGen specialize in the use of genetic tools to
reduce disease-related losses in the aquaculture

industry

I ey (o



Smolt quality affects the performance after seawater transfer
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Atlantic salmon (Salmo salar L.) post-smolts L
challenged two or nine weeks after
seawater-transfer show differences in their

Smitte i sjp  Settefisk Handtering

235%  380%  385%" susceptibility to salmonid alphavirus
Arsaker til dgdelighet etter utsett i sj@ subtype 3 (SAV3)

J. Jarungsriapisit ~, L. J. Moore’, G. L Taranger’, T. O. Ni sen’, H. C. Morton', I. U. Fiksdal', S. Stefansson . o

P.G. Felldal®, @. Evensen® and S. Patel'” &
Laksens immunforsvar svekkes
etter utsett

OCEANS Immunforsvaret faller bratt rett etter utsett i sjo, og det tar omtrent tre maneder
for nivaet er tilbake til normal, ifolge forskere ved Nofima.
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How to insure good smolt quality?

Control on infection

Optimal smoltification - SmoltTimer status - TransferCtrl
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TransferCtrl — study design

e 0-2months before SW transfer: Screening of 60 moribounds per smolt group
— 6 smolt facilities

e After SW transfer: 10 moribounds each month per smolt group
— Spring transfer (S1): 3 sea sites (2018)

— Autum transfer (S0): 1 sea site (2018)

4 months post SW transfer
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Different prevalence of pathogens between freshwater sites (S1)
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IPNV is transferred from FW to SW
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2 months post SW transfer

PRV PMCV IPNV Yersinia ILAV-HPRO POX Branchiomonas
3 months post SW transfer
PRV PMCV IPNV Yersinia ILAV-HPRO POX Branchiomonas
4 months post SW transfer
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Fylogenetic analysis of IPNV isolates

Horisontal spread of IPNV from smolt group B to smolt group A
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( Smolt group A at SW site 2 (IPNV case)

Smolt group B at SW site 2 (IPNV case)
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Accumulated mortality

 There was no differences in the accumulated mortality between the smolt groups
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Consequenses of several pathogens in one smolt group —S1 smolt

TransferCitrl 3 months post SW transfer
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Accumulated mortality

* The accumulated mortality was higher in smoltgroup E compared to the other groups
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Phylogenetic analysis of PRV isolates

. Common origin SW site 4: SO smolt, fall 2018

Tid i sje: 1 mnd ||Tid i sjo: 4 mndr

— ldentical PRV isolates in smolt group E before and after SW transfer to SW site 4 . Utsettkontroll

— Identical PRV isolates in the same smolt group at different SW sites
751

. Horisontal transfer of PRV from smolt group E to smolt group C at SW site 4

Smolt group C at SW site 4 — 4 months post transfer 55

Smolt group E at SW site 4 — 1 month post transfer 01

PRV

Smolt group E at SW site 3 —4 months post transfer
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Summary

* Infection is transferred from FW to SW with the smolt

* Horizontal transfer of infection between smolt groups

e Optimal combination of smolt groups gives fewer infected groups at sea
e Better fish health and performance at sea

* Data analysis: RGI at slaughter and available production data
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